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DIVISION TEST CODE TITLE METHODOLOGY SAMPLE TYPE STATUS
BIO 4300 Acylcarnitine Analysis - Plasma Tandem Mass Spectroscopy Plasma Approved
BIO 4310 Carnitine Determination - Plasma Tandem Mass Spectroscopy Plasma Approved
BIO 4130 Creatine and Gulanlc'ilnoacetate Tandem Mass Spectroscopy Plasma Approved
Determination
BIO 4200 Organic Acid Screen - Urine Gas Chromatography/ Urine Approved
Mass Spectrometry
Orotic Acid/Orotidine X
BIO 4210 Determination - Urine Tandem Mass Spectroscopy Urine Approved
BIO 4536 Arginase Enzyme Analysis Spectrophotometric Red Blood Cells Grandfather Clause
BIO 4555 Biotinidase Enzyme Analysis Colorimetric Serum Grandfather Clause
BIO 4569 Hexosaminidase A & B Enzyme Analysis Fluorimetric Serum Grandfather Clause
BIO 4250 Succinylacetone Determination - Urine Gas Chromatography / Urine Grandfather Clause
Mass Spectrometry
. . . . . Conditionally
BIO 4620 Tay-Sachs Carrier Testing Fluorimetric White Blood Cells
Approved
BIO 4627 White Blood Cell Cystine Tandem Mass Spectroscopy White Blood Cells Grandfather Clause
CMA 8655 Chromosomal Microarray Chromosome Analysis Whole Blood Approved
Analysis - High Resolution (HR) Y PP
Chromosomal Microarray Analysis - . .
CMA 8665, 8639 High Resolution (HR) + Single Chromosome Analysis \évoh:cf filgs_d'siir:g‘i‘;t;’f C‘;”d"r';’::;ly
Nucleotide Polymorphism (SNP) ption; psy PP
CMA 8670, 8671 Expandefi Prenatal Chromosomal Chromosome Analysis Chorlf)nllc VIllL.JS Sample; Conditionally
Microarray Analysis Amniotic Fluid Sample Approved
CMA 6350 DMD Deletion/Duplication Analysis High-resolution Array CGH Whole Blood Conditionally
Approved
Comprehensive Chromosomal . Peripheral Blood; Buccal Swab; Conditionally
CMA 8665 Microarray Analysis v12 Chromosome Analysis gDNA Specimens Approved
Standard methodology
CYTO 8600 Chromosome Analysis - Blood is used for G-banded Whole Blood Approved
Chromosome Analysis
Standard methodology
CYTO 8700 Chromosome Analysis - Prenatal - CVS is used for G-banded Chorionic Villus Sample Approved
Chromosome Analysis
. . Fluorescence In Situ
CYTO 8464 FISH Analysis - Cri-Du-Chat Syndrome Hybridization (FISH) Whole Blood Approved
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FISH Analysis - DiGeorge/Velocardiofacial

Fluorescence In Situ

cYTo 8486 Syndrome Type 1 (22q) Hybridization (FISH) Whole Blood Approved
. ) Fluorescence In Situ Chorionic Villus Sample;
CYTO 8410 FISH Analysis - Prenatal Aneuploidy Hybridization (FISH) Amniotic Fluid Sample Approved
. - Fluorescence In Situ Whole Blood; Amniotic Fluid
CYTo 8483 FISH Analysis - Williams Syndrome Hybridization (FISH) Sample; Chorionic Villus Sample Approved
. . Fluorescence In Situ
CYTO 8484 FISH Analysis - Wolf-Hirschhorn Syndrome Hybridization (FISH) Whole Blood Approved
. Standard methodology
8500, 8530, Chromosome Analysis - R . .
CYTO 8501, 8550 Prenatal - Amniotic Fluid with AFP is used for G—bandeq Amniotic Fluid Grandfather Clause
Chromosome Analysis
Sequence analysis is
MOLECULAR 6067, 6074 ARX Sequence Analysis performed in both forward Whole Blood Approved
and reverse directions
Sequence analysis is L . .
MOLECULAR 6180, 6185, 6190 ASS1 Sequence Analysis performed in both forward Chor|op|c Villus S.ample, Amniotic Approved
. . Fluid Sample; Whole Blood
and reverse directions
Sequence analysis is
MOLECULAR 6085 Duchenne-Becker Muscular Dystrophy performed in both forward Whole Blood Approved
and reverse directions
Sequence analysis is L . .
MOLECULAR 6570, 6571, 6572 FMR1 Sequence Analysis performed in both forward Chorlonlc Villus S_ample' Amniotic Approved
. . Fluid Sample; Whole Blood
and reverse directions
Sequence analysis is L . .
MOLECULAR 6635, 6636, 6637 FOXG1 Sequence Analysis performed in both forward ~ Chorionic Villus Sample; Amniotic Approved
. . Fluid Sample; Whole Blood
and reverse directions
Friedreich Ataxia Polymerase Chain Reaction
MOLECULAR 6031 Repeat Expansion Analysis (PCR) and Southern Blot Whole Blood Approved
Sequence analysis is
MOLECULAR 6019, 6078 GJB2 Sequence Analysis performed in both forward Whole Blood Approved
and reverse directions
Sequence analysis is L . .
MOLECULAR 6063, 6136, 6135 GLA Sequence Analysis performed in both forward Chorionic Villus Sample; Amniotic Approved
. . Fluid Sample; Whole Blood
and reverse directions
Huntington Disease Polymerase Chain Reaction Chorionic Villus Sample; Amniotic
MOLECULAR 6034, 6099 Repeat Expansion Analysis (PCR) and Southern Blot Fluid Sample; Whole Blood Approved
Incontinentia Pigmenti Chorionic Villus Sample; Amniotic
MOLECULAR 6036, 6100 Common Deletion Analysis Southern Blot Fluid Sample; Whole Blood Approved
Kennedy Disease Polymerase Chain Reaction
MOLECULAR 6037 Repeat Expansion Analysis (PCR) Whole Blood Approved
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Sequence analysis is

MOLECULAR 6430, 6435, 6440 LIPA Sequence Analysis performed in both forward Whole Blood Approved
and reverse directions
Sequence analysis is L . .
MOLECULAR 6039, 6102, 6101 Lowe Syndrome performed in both forward Chorionic Villus Sample; Amniotic Approved
. . Fluid Sample; Whole Blood
and reverse directions
Polymerase Chain Reaction
Myotonic Dystrophy Type 1 (PCR)-amplification followed Chorionic Villus Sample; Amniotic
MOLECULAR 6041, 6105 Repeat Expansion Analysis by Southern Blot with Fluid Sample; Whole Blood Approved
Densitometry
Sequence analysis is L . .
MOLECULAR 6127, 6128, 6133 PLP1 Sequence Analysis performed in both forward Chorionic Villus Sample; Amniotic Approved
. . Fluid Sample; Whole Blood
and reverse directions
MOLECULAR 6050 Prader-Willi Syndrome - Methylation Analysis Southern Blot Whole Blood Approved
Sequence analysis is - i .
MOLECULAR 6065, 6107, 6106 PTPN11 Noonan Syndrome performed in both forward Chorionic Villus Sample; Amniotic Approved
. . Fluid Sample; Whole Blood
and reverse directions
Polymerase Chain Reaction
MOLECULAR 6060 SRY Molecular Analysis (PCR)-amplification followed Whole Blood Approved
by Gel Electrophoresis
MOLECULAR 6006 Angelman Syndrome Methylation Analysis Southern Blot Whole Blood Grandfather Clause
Sequence analysis is
MOLECULAR 6007, 6073 UBE3A Sequence Analysis performed in both forward Whole Blood Grandfather Clause
and reverse directions
Sequencing analysis of
. the region(s) containing T .
MOLECULAR 6072 UBE3A Sequence Analysis the familial alteration(s) is Chorionic Villi Sample; Grandfather Clause
(Prenatal Diagnosis) . Amniotic Fluid Sample
performed in both forward
and reverse directions
MOLECULAR 6573 Fragile X (FMR1 gene) Polymerase Chain Reaction Whole Blood; Saliva Conditionally
(PCR) Approved
. Multiplex Ligation- .
MOLECULAR 6059 Sp'?sahl/lmsa°n”c:asr$;rz°p2‘r’]g’w dependent Probe Whole Blood C‘i\”d"r'g’\;‘ea;ly
9 Amplification (MLPA) PP
. . . Whole Blood; Cultured Cells Conditionally
NGS 1520 Whole Exome Sequencing Reflex Next-generation Sequencing (Fibroblasts); Purified DNA Approved
Nuclear Panel by Massively _ . . Whole Blood; Cultured Cells Conditionally
NGS 2086 Parallel Sequencing Next-generation Sequencing (Fibroblasts); Purified DNA Approved
Low Bone Mass Panel by . . Whole Blood; Cultured Cells Conditionally
NGS 2090 Massively Parallel Sequencing Next-generation Sequencing (Fibroblasts); Purified DNA Approved
Fatty Acid Oxidation Deficiency Panel ~ . . Whole Blood; Cultured Cells Conditionally
NGS 2095 by Massively Parallel Sequencing Next-generation Sequencing (Fibroblasts); Purified DNA Approved
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Peroxisomal Disorders Panel by

DIVISION TEST CODE TITLE METHODOLOGY SAMPLE TYPE STATUS

Whole Blood; Cultured Cells Conditionally

NGS 2100 Massively Parallel Sequencing Next-generation Sequencing (Fibroblasts); Purified DNA Approved
ottt Next eneration Souencng eiefii s el Condtoaly
NGS 2126 Mass(i;vse[l)ylvlll;sr;ll(laell)aslzluz\cing Next-generation Sequencing V(Y:r;stil?lgosot::);cslitrlijfriig geNl/l\S C?Anpdpitrf:eaduy
NGS 2160 MitCooc:'nTJT:;ilTll)t?iscri);act;gailain Next-generation Sequencing Whole Blood;.Cultl.Jrled Cells Conditionally

by Massively Parallel Sequencing (Fibroblasts); Purified DNA Approved
e MRy TR tgenersionSoqwensing e S el oty
o PelePomelom SPCROTIS gonoraionSoquencngasanat e Cale  Condtonaly
o DSe LU Y NertgnastonSenuencns i Sy e
NGS 21900 Pa rahﬂce):)gezzr‘eilcti):gh/:gzsl\il\if\lléSSM) Next-generation Sequencing \?{:rilsll'eotilaosi:;);cslttrliif::g g?\ll;ks C?Anpd[::f\?ead“y
ey NesenatmSaencng el Gl bl Conatonnty
) ) . Cultured Cells; Buccal Conditionally

NGS 24001 Hereditary Cancer and RASopathy Panel Next-generation Sequencing Swab; Whole Bloqd; Approved

Extracted DNA; Saliva
NGS 21 22?'2%10202' PreGS::: ;\l;):l‘-‘iennv;:g/esfrf::tal Next-generation Sequencing Whole Blood; Saliva Approved
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Noonan Spectrum Disorders/

Whole Blood; Saliva; Tissue

DIVISION TEST CODE TITLE METHODOLOGY SAMPLE TYPE STATUS

Conditionally

NGS BG-24001-P26-1 RASopathy Panel Next-generation Sequencing (ir::s;ili)é I\E/ﬁ'izasctszdm[y;l:«; Approved

NGS 60028'022060' RNA Sequencing (RNA-Seq) (reflex testing) Next-generation Sequencing Whole Blood C(and;tri;::;ly
NGS BG-1300-P142-1 Neuromuscular Disorders Panel Next-generation Sequencing \?::’;s:iti?;i;:c;:tr?fri:z E?\II/IAS C(and;tr:):ead“y
NGS BG-1300-P236-1 Neurodevelopmental Disorders Panel Next-generation Sequencing \:\::r;s:igf;(;;:c;:tr?fri:z gi‘l/l_\s C(andpitri;n:eadlly
NGS BG-1300-P354-1 Skeletal Disorders Panel Next-generation Sequencing ﬁ?sitﬁ;osig;:c;:tr?frizz g?\ll/l-\s C?Anpdpitri;:ead“y
NGS BG-1300-P397-1 Epilepsy Panel Next-generation Sequencing \i\::l';gizglaosi(si;:c:::’?fri:g (I;T\l“: C?Anpd;:ig:ead“y
NGS BG-1300-P419-1 Cerebral Palsy Spectrum Disorders Panel Next-generation Sequencing \i\::l';s'l’zglaf’;:;;c;::fri:g (I;T\IHAS C(and[::f\:‘ead“y
NGS BG-1300-P463-1 Primary Immunodeficiency Panel Next-generation Sequencing ﬁ?g:zligosig;;c;:t’?f:g ([:)T\jl,l; Cinpd;:f:ea;ly
NGS BG-1300-P76-1 STAT Epilepsy Panel Next-generation Sequencing v(\g;g:i:llao;g;;c;:trl:frizz g;l/lf Cinpd;tf:ea;ly
NGS BG-1300-P92-1 Connective Tissue Disorders Panel Next-generation Sequencing \/(\::Ts:ifl;osotcs‘;;c;:trlijfri:z (I;?\II/IAS C(and;ti;:ea;ly
NGS BG-24001-P10-1 Hereditary Melanoma Panel Next-generation Sequencing Culgjlgizngltsr;‘s:ec;ESngast:lYg:me C(and;tr:):ead“y
NGS BG-24001-P12-1 Hereditary Prostate Cancer Panel Next-generation Sequencing CulgjlgiiFE&ZE::;ESNSX;’E’SZIX\I’:OIE C(andpitri;n:eadlly
NGS BG-24001-P18-1 Hereditary Leukemia/Lymphoma Panel Next-generation Sequencing Cu“BulronCLFEB;;E:’:;ESNSX\:ZZ[Y\Y:OIe Cf;”pd;:’f\:\eadlly
NGS BG-24001-P19-1 Hereditary Renal Cancer Panel Next-generation Sequencing CUHBUILZCLngltsr';alzrecgilii)lex;/zba:liv\Y:Ole Cinpdpitig:eadlly
NGS BG-24001-P21-1 Hereditary Pancreatic Cancer Panel Next-generation Sequencing CuuBul:)eozFE&T_;E::;%[NSX:ZZK\I’:OE C(and;:_i;:ea;ly
NGS BG-24001-P2-2 BRCA1 & BRCA2 Panel Next-generation Sequencing C”“B”lgiz;Cgilti;'z;‘e“;%lege’s'zlY\‘/’:°le C‘Z”pd;‘ri;\:‘:d“y
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Cultured Cells; Buccal Swab; Whole

Conditionally

NGS BG-24001-P22-2 Hereditary Endocrine Cancer Panel Next-generation Sequencing Blood: Extracted DNA: Saliva Approved
~ poc. Hereditary Brain/Central Nervous System/ ~ . . Cultured Cells; Buccal Swab; Whole Conditionally
NGS BG-24001-P25-1 Peripheral Nervous System Cancer Panel Next-generation Sequencing Blood; Extracted DNA; Saliva Approved
Hereditary Breast/Ovarian/ . . Cultured Cells; Buccal Swab; Whole Conditionally
NGS BG-24001-P27-1 Endometrial Cancer Panel Next-generation Sequencing Blood; Extracted DNA; Saliva Approved
Hereditary Colorectal/ . . Cultured Cells; Buccal Swab; Whole Conditionally
NGS BG-24001-P37-1 Gastrointestinal Cancer Panel Next-generation Sequencing Blood; Extracted DNA; Saliva Approved
. . . Cultured Cells; Buccal Swab; Whole Conditionally
NGS BG-24001-P43-1 Common Hereditary Cancer Panel Next-generation Sequencing Blood: Extracted DNA: Saliva Approved
. . . . . Cultured Cells; Buccal Swab; Whole Conditionally
NGS BG-24001-P9-1 High-Risk Hereditary Breast Cancer Panel Next-generation Sequencing Blood: Extracted DNA: Saliva Approved
. . . . Cultured Cells; Buccal Swab; Whole Conditionally
NGS BG-24001-P94-1 Comprehensive Hereditary Cancer Panel Next-generation Sequencing Blood: Extracted DNA: Saliva Approved
Next-generation Sequencing, Whole Blood; Extracted DNA; Conditionall
NGS BG-64000-P158-1 GeneAware™ Complete Panel (Female) Triplet Repeats, PCR- Saliva: B'uccal Swab ! Approved y
fragment, IS-PCR, LR-PCR : PP
GeneAware™ ACMG & Next-generatlon Sequencing, Whole Blood; Extracted DNA; Conditionally
NGS BG-64000-P24-1 ACOG Panel (Female) Triplet Repeats, PCR- Saliva; Buccal Swab Approved
fragment, IS-PCR, LR-PCR ' PP
. Next-generation Sequencing, .
™ . .
fragment, IS-PCR, LR-PCR ' PP
Next-generation Sequencing, Whole Blood; Extracted DNA; Conditionall
NGS BG-64000-P421-1 GeneAware™ Expanded Panel (Female) Triplet Repeats, PCR- Saliva: B‘ ccal Swab ! Approved y
fragment, IS-PCR, LR-PCR va: Bu w pprov
Next-generation Sequencing, .
™ . .
WS seemeust  Cpelence T e e, Mg et Comdtonaly
fragment, IS-PCR, LR-PCR : pp
. Next-generation Sequencing, "
™ . .
fragment, IS-PCR, LR-PCR ' PP
Next-generation Sequencing, Whole Blood; Extracted DNA; Conditionall
NGS BG-64000-Pé6-1 GeneAware™ Basic Panel (Female) Triplet Repeats, PCR- Saliva: éuccal Swab ! Approved ¥
fragment, IS-PCR, LR-PCR ' pp
. Next-generation Sequencing, .
™ . .
NS mossooperr  CeTeAen Gt e Repee PO O foos S Conatonaly
fragment, IS-PCR, LR-PCR ' pp
Next-generation Sequencing, Whole Blood; Extracted DNA; Conditionall
NGS BG-64005-P158-1 GeneAware™ Complete Panel (Male) Triplet Repeats, PCR- Saliva: B'uccal Swab ’ Approved ¥
fragment, IS-PCR, LR-PCR : PP
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Next-generation Sequencing,

NGS BG-64005-P24-1  GeneAware™ ACMG & ACOG Panel (Male) Triplet Repeats, PCR- Wh°faﬁlv°a‘?‘§ui"c‘;f;;e’ngNA‘ C‘;”d':_';’::;ly
fragment, IS-PCR, LR-PCR ' PP
GeneAware™ Ashkenazi Next-generahon Sequencing, Whole Blood; Extracted DNA; Conditionally
NGS BG-64005-P39-1 Jewish Panel (Male) Triplet Repeats, PCR- Saliva; Buccal Swab Approved
fragment, IS-PCR, LR-PCR ' PP
Next-generation Sequencing, . . .
NGS BG-64005-P421-1 GeneAware™ Expanded Panel (Male) Triplet Repeats, PCR- Wh°§a?l‘;‘,"g Ec’gfgtengNA' C‘i\”d'trf”ea(jlly
fragment, IS-PCR, LR-PCR va; Bu w pprov
Next-generation Sequencing, . . .
NGS BG-64005-P445-1  GeneAware™ Expanded Plus Panel (Male) Triplet Repeats, PCR- Wh°§aﬁt‘;‘,’%ixc‘;;$:bDNA' C‘i\”d"r'g’\;‘ea;ly
fragment, IS-PCR, LR-PCR : pp
Next-generation Sequencing, . . "
NGS BG-64005-P566-1  GeneAware™ Comprehensive Panel (Male) Triplet Repeats, PCR- Wh°lseaﬁ:,?‘gui"c:f;§ngNA' C‘L”d"r';’:ead"y
fragment, IS-PCR, LR-PCR ' pp
Next-generation Sequencing, . . .
NGS BG-64005-P6-1 GeneAware™ Basic Panel (Male) Triplet Repeats, PCR- Wh°§3ﬁt‘;‘?‘giﬁ‘;f;§gb’3”“ C‘L”d"r';\:‘:;ly
fragment, IS-PCR, LR-PCR ' pp
. Next-generation Sequencing, .
™ . .
NS mossosperr ST Comprenste e Repee PO O foos S Conatonaly
fragment, IS-PCR, LR-PCR ' pp
NGS 1822 Rapid Trio Whole Genome Sequencing Next-generation Sequencing CultBull;r-.;cL.Cgiltsr:(‘ilzrec;%lNSx./ale“\’j:ole Approved
NGS 1823 Rapid Duo Whole Genome Sequencing Next-generation Sequencing CuuBul:)eozFE&ZE:;;%INS:&‘SZ[Y\Y:OE Approved
NGS 1829 Rapid Proband Whole Genome Sequencing Next-generation Sequencing CultBulLiCLFEJ(?;E:':;ESNSX_’BSZIY\Y:OE Approved
NGS 1800 Trio Whole Genome Sequencing Next-generation Sequencing CultE;JlZz.Cg)l(ltsr;‘lajec;%lNS:./ast;;lnI:ole Approved
NGS 1803 Duo Whole Genome Sequencing Next-generation Sequencing CulgjlgiiFEB;;E::;ESNSXZZIX\I’:OIE Approved
NGS 1810 Proband Whole Genome Sequencing Next-generation Sequencing Cultr:l;iiFEL&?_;?::;ESNSX_’ZZIX\I’:OIE Approved
NGS 1824 Rapid Quad Whole Genome Sequencing Next-generation Sequencing Cultl:lgeodd.CE)l(lt:;r;al'?:::JecdchlNSK\./astJa;l?l\\ll:ole Approved
NGS 1804 Quad Whole Genome Sequencing Next-generation Sequencing Cu“BulronCLFE&T_;E;?ESNSX@SZ[Y\Y:OIe Approved
NGS 1897 WGS Reanalysis Next-generation Sequencing CultBull;r-.;cL.Cgiltsr:(‘ilzrec;%lNSx./ale“\’j:ole Approved
NGS 1900 WES Reanalysis Next-generation Sequencing v(\g;g:i:llaosig;'c;:trl:frizz ET\‘[/[; C(and’;trl(;):ea(;ly
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Whole Blood; Cultured Cells

Conditionally

NGS 1722 Rapid Trio Whole Exome Sequencing Next-generation Sequencing (Fibroblasts): Purified DNA Approved

NGS 1723 Rapid Duo Whole Exome Sequencing Next-generation Sequencing \?::l';to,,l-eotﬁlaosig;;c;:trlijfri:g (I;T\ll,l: C(and[:’ioo\?ead“y
NGS 1729 Rapid Proband Whole Exome Sequencing Next-generation Sequencing ﬁ?g:ia;osig;:c;:tr‘l}jfzzg ([:)T\ll;l: C?Anpdpi:’ic?:eaduy
NGS 1622 Prenatal Trio Whole Exome Sequencing Next-generation Sequencing v(\g;s:i:llaosig;;c;:trli]frizz gi‘l/l; Ct;npd;trf:ea;ly
NGS 1602 WES - Additional Affected Sibling Next-generation Sequencing ‘?’F':s:igla"s"t‘s’)c;fr‘ff::j gﬂf C‘;_\”pd;‘ri;::d“y
NGS 1601 Sequential Trio Whole Exome Sequencing Next-generation Sequencing ﬁ?g:ﬁg?&ii%&:{i:j Ee'z\‘l/l; Cthpdpitri;):eadlly
NGS 1605 Adult Screening Exome Sequencing Next-generation Sequencing ﬁ?s:it‘?[fsi(s’;:c;titrli]frizz (IZ:J?\Il/l-\S C(,)Anpdpitr:):eaduy
NGS 1600 Trio Whole Exome Sequencing Next-generation Sequencing ﬁ?sitﬁfsig;:c;:?i]frizz (I;?\ll/l-\s C(;npdp:tric?:ead“y
NGS 1603 Duo Whole Exome Sequencing Next-generation Sequencing \?::l'ilgit?llaosot:;:c::trli]fri:g g?\ll}-\s C?Anpd;:ioo:ead“y
NGS 1500 Proband Whole Exome Sequencing Next-generation Sequencing \?::l';to,,l-eotﬁlaosig;;c;:trlijfri:g (I;T\ll,l: C(and[:’ioo\?ead“y
NGS 1724 Rapid Quad Whole Exome Sequencing Next-generation Sequencing ﬁ?g:ia;osig;:c;:tr‘l}jfzzg ([:)T\ll;l: C?Anpdpi:’ic?:eaduy
NGS 1604 Quad Whole Exome Sequencing Next-generation Sequencing v(\g;s:i!?llaosig;;c;:trli]frizz gi‘l/l; Ct;npd;trf:ea;ly

8//8 BAYLORGENETICS.COM 02.09.26


https://www.linkedin.com/company/baylorgenetics
https://x.com/BaylorGenetics
https://www.instagram.com/baylorgenetics/
https://www.facebook.com/BaylorGenetics/
https://www.youtube.com/@baylorgenetics

